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Manufacturer European Authorized Representative
Microbiologics, Inc. MediMark® Europe Sarl

200 Cooper Avenue North 11, rue Emile Zola — BP 2332

Saint Cloud, MN 56303 USA 38033 Grenoble Cedex 2 — France

+1 (320) 253-1640 +33 (0)4 76 86 43 22

SRN: US-MF-000000466 SRN: FR-AR-000000182

Basic UDI-DI: See Annexes
Device Name: KWIK-STIK™, LYFO DISK™, QC Sets and Panels: KWIK-STIK™
Catalog Number(s): See Annexes

Intended Purpose: KWIK-STIK™ and LYFO DISK™ are intended to be external clinically-relevant viable control
materials (as specified in Annex 1 by catalog number) to assist in identification of cultured microorganism
isolates, and to verify the performance of assays, reagents, or media that are intended to be used in microbial
testing. These products have no qualitative or quantitative assigned value. These control materials are
nonautomated and not intended to be used for screening, monitoring, or diagnosis. These controls are not
intended for any specific patient population or specimen.

Classification: Class B; rule 7

Notified Body: BSI Group The Netherlands B.V., Say Building, John M. Keynesplein 9, 1066 EP Amsterdam,
The Netherlands

Notified Body ID: 2797
Certificate(s) Issued: EU Quality Management System, with [VDR 734881
Expiration Date(s) : 15/12/2026 (DD/MM/YYYY)

Conformity Assessment Route: EU Declaration of Conformity via Annex IX Chapter | Quality Management
System, Chapter Il Assessment of Technical Documentation, and Chapter Ill Administrative Provisions.

This declaration of conformity is issued under the sole responsibility of Microbiologics, Inc. and declares that the
IVD medical device(s) specified above and listed in Annex 1 and Annex 2 are in conformity with the requirements
of the Regulation (EU) IVDR 2017/746 on in vitro diagnostic medical devices. This declaration is valid for an
undetermined length of time.

Name: Brian Carter
Function: Senior Regulatory Specialist

Place and date of issue: Saint Cloud, MN, USA _ [} /'0'8! 2024 DD/MM/YYYY

STATE OF MINNESOTA

COUNTY OF STEARNS
Signed or attested before me on / H’Aug _o?l'/ (date) by Jm -'Cr Zv &hha'(names(s) of individual(s))
(stamp)

(Signafure of iotariaf officer)

Notary Public

Title (and Rank)
My Commission Expires: =/ = Jaw — 2029
dd/mm/yyyy
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Annex 1 to Declaration of Conformity
KWIK-STIK AND LYFO DISK CATALOG NUMBERS

KWIK-STIK LYFO
2-Pack | 6-Pack DISK Product Description Basic UDI-DI
Streptococcus equi subsp. zooepidemicus derived from
0101P 0101K 0101L ATCC® 43079™ 0845357001018T
0104P 0104K 0104L ?;r:géc:ﬁoccus agalactiae (B,3) derived from ATCC® 08453570010482
0105P 0105K 0105L  |streptococcus agalactiae derived from ATCC® BAA-611™ 08453570010593
0106P 0106K 0106L  |Citrobacter koseri derived from ATCC® 27156 ™ 08453570010695
0110P 0110K 0110L  |prevotella melaninogenica derived from ATCC® 25845™ 0845357001108V
0111P 0111K 0111L ggfr:é%)il;)bacterjejunl subsp. jejuni derived from ATCC® 0845357001118W
0112P 0112K 0112L  |Mycobacterium tuberculosis derived from ATCC® 25177 ™ 0845357001128Y
Staphylococcus aureus subsp. aureus derived from
0113P 0113K 0113L ATCC® 9144™ 08453570011392
0114P 0114K 0114L  |Mycobacterium smegmatis derived from ATCC® 607 ™ 08453570011494
0116P 0116K 0116L  |priestia megaterium derived from ATCC® 9885™ 08453570011698
0119P 0119K 0119L  |Acinetobacter baumannii derived from ATCC® BAA-747™ 0845357001199E
0120P 0120K 0120L  |Bacillus subtilis derived from ATCC® 6051™ 0845357001208X
0121P 0121K 0121L  |Ccampylobacter coli derived from ATCC® 43478 ™ 0845357001218Z
0122P 0122K 0122L  |candida glabrata derived from ATCC® MYA-2950™ 08453570012293
0123P 0123K 0123L  |Clostridium perfringens derived from ATCC® 12916™ 08453570012395
0126P 0126K 0126L  |Kocuria kristinae derived from ATCC® BAA-752™ 08453570012698
0127p 0127K 0127L  |Lactobacillus gasseri derived from ATCC® 19992™ 0845357001279D
0128P 0128K 0128L I‘Iggtchb%culus sakei subsp. sakei derived from ATCC® 0845357001289F
0120P | 0120K | 01200 [5ieramonooylogenes {4E} SSRYCH TR ATECE 0845357001299H
0130P 0130K 0130L  |Listeria monocytogenes derived from ATCC® BAA-751™ 08453570013092
0131P 0131K 0131L  |Neisseria mucosa derived from ATCC® 49233™ 08453570013194
0132P 0132K 0132L  |Ochrobactrum anthropi derived from ATCC® BAA-749™ 08453570013296
0134P 0134K 0134L ?;%anylococcus saprophyticus derived from ATCC® BAA- 0845357001349A
0135P 0135K 0135L iéigcgiaphomonas maltophilia derived from ATCC® 0845357001359C
0136P 0136K 0136L  |streptococcus thermophilus derived from ATCC® 19258™ 0845357001369E
0139P 0139K 0139L  |Brevibacillus agri derived from ATCC® 51663™ 0845357001399
0140P 0140K 0140L  |Niallia circulans derived from ATCC® 61™ 08453570014095
0141P 0141K 0141L ﬁ?g%lmbacnlus aneurinilyticus derived from ATCC® 08453570014197
0142P 0142K 0142L  |paenibacillus macerans derived from AFGCR®BBPOIMs». & ‘ﬁﬁfﬁ570014299
0143P 0143K 0143L  |Rhodotorula mucilaginosa derived from Aﬁ:g@%ﬁg:ﬁw :
bl A s
0144P 0144K 0144L  |Brevibacillus laterosporus derived from ATGCE H#% v
0146P | O146K | O146L |SERIVICOCCLS Bous Subsp. aureus RGNS " 0845357001469H
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0147P | 0147K 0147L f\?ggggz‘;f_gs;ﬂjeus subsp. aurens dadvad from 0845357001479K
0149P 0149K 0149L I{ggtg)sc%ccus lactis subsp. lactis derived from ATCC® 0845357001499P

N/A N/A 0151L  |Ureaplasma parvum derived from ATCC® 27813™ 0845357001519A
0152P 0152K 0152L | actococcus cremoris derived from ATCC® 19257 ™ 0845357001529C
0153P 0153K 0153L  |Corynebacterium xerosis derived from ATCC® 373™ 0845357001539E
0154P 0154K 0154L L isteria monocytogenes derived from ATCC® 19118™ 0845357001549G

N/A N/A 0156L  |Metamycoplasma hominis derived from ATCC® 15488 ™ 0845357001569L
0157P 0157K 0157L l;/lggcsogTaMctenum intracellulare derived from ATCC® 0845357001579N
0158P | 0158K 0158L i?gg‘g;ggggg%”’eus SUbSP. RUTBLE denvedIam 0845357001589Q
0159P | 0150K | O0150L [;iaPN¥lococcus aureus subsp. aureus derived from 0845357001599S
0164P 0164K 0164L  |Chryseobacterium shigense derived from ATCC® 51823 ™ 0845357001649K
0165P 0165K 0165L  |Hafnia alvei derived from ATCC® 51815™ 0845357001659M
0167P 0167K 0167L  |Klebsiella oxytoca derived from ATCC® 51817 ™ 0845357001679R
0168P 0168K 0168L  |pseudomonas brenneri derived from ATCC® 49642 ™ 0845357001689T
0169P 0169K 0169L  |Herminiimonas species derived from ATCC® 49643 ™ 0845357001699V
0170P 0170K 0170L  |cutibacterium acnes derived from ATCC® 6919™ 0845357001709E
0172P 0172K 0172L ?;ffg&\gllus stearothermophilus derived from ATCC® 0845357001729
0173P | 0173K 0173L i?gggfggggff”’eus subsp. aursus danived fom 0845357001739L
0175P 0175K 0175L  |Bifidobacterium breve derived from ATCC® 15700™ 0845357001759Q
0176P 0176K 0176L L acticaseibacillus casei derived from ATCC® 393™ 0845357001769S
0177P 0177K 0177L  |Aspergillus oryzae derived from ATCC® 10124 ™ 0845357001779V
0178P 0178K 0178L  |Penicillium chrysogenum derived from ATCC® 10106™ 0845357001789W
0179pP 0179K 0179L  |staphylococcus aureus derived from ATCC® BAA-1026™ 0845357001799Y
0180P | 0180K | 0180L g::{;‘gg?:f;ﬁg‘?gg?gﬁ'2?3‘9”‘33 sorovarTyphimutim | geseacaoaiacaH
0181P 0181K 0181L  |Enterococcus faecalis derived from ATCC® 14506™ 0845357001819K
0182P 0182K 0182L  |Pseudomonas aeruginosa derived from ATCC® 35554 ™ 0845357001829M
0184P 0184K 0184L | Aggregatibacter aphrophilus derived from ATCC® 33389™|  0845357001849R
0185P 0185K 0185L  |Haemophilus influenzae derived from ATCC® 9007 ™ 0845357001859T
0188P 0188K 0188L gzr_%)qlggeﬁter jejuni subsp. jejuni derived from ATCC® 08453570018897
0189P 0189K 0189L  |Eikenella corrodens derived from ATCC® BAA-1152™ 084535700189A3
0191P 0191K 0191L  |Raoultella terrigena derived from ATCC® 33257 ™ 0845357001919N
0196P 0196K 0196L  |Klebsiella aerogenes derived from ATCC® 51697 ™ 0845357001969Y
0197P 0197K 0197L  |Enterococcus faecalis derived from ATCC® 33186™ 084535700197A2
0198P 0198K 0198L  |Bacillus cereus derived from ATCC® 33019™ 084535700198A4
0199P 0199K 0199L  |Pseudomonas aeruginosa derived from ATCC® 19429™ 084535700199A6
0200P 0200K 0200L  |Bacillus cereus derived from ATCC® 14579™ 0845357002008W
0201P 0201K 0201L  |Priestia megaterium derived from ATCC® 14581 ™ 0845357002018Y
0203P 0203K 0203L  |Escherichia coli derived from ATCC® 23848™ 08453570020394
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0204P 0204K 0204L  |Escherichia coli (JM101) derived from ATCC® 33876™ 08453570020496
0205P 0205K 0205L I1_z1azt50:ToMccus lactis subsp. lactis derived from ATCC® 08453570020598
0207P 0207K 0207L  |Penicillium rubens derived from ATCC® 9179™ 0845357002079C
0208P 0208K 0208L  |Rhizopus stolonifer (-) derived from ATCC® 6227a™ 0845357002089E
0209P 0209K 0209L  |Rhizopus stolonifer (+) derived from ATCC® 6227b™ 0845357002099G
Legionella pneumophila subsp. pneumophila derived from

0211P 0211K 0211L ATCC® 33152™ 08453570021193
0212P 0212K 0212L | egionella bozemanae derived from ATCC® 33217 ™ 08453570021295
0215P 0215K 0215L gﬂsoggggflla morganii subsp. morganii derived from ATCC® 08453570021598
0217P 0217K 0217L isst)asp?rg/Tlgcoccus lugdunensis derived from ATCC® 0845357002179F
0218P 0218K 0218L  |Micrococcus yunnanensis derived from ATCC® 7468 ™ 0845357002189H
0221P 0221K 0221L ggggé?ﬁoccus equi subsp. equi derived from ATCC® 08453570022196
0223P 0223K 0223L ‘I’E{g(t)e;é)sMoccus saccharolyticus derived from ATCC® 0845357002239A
0227P 0227K 0227L  ||ssatchenkia orientalis derived from ATCC® 6258 ™ 0845357002279J
0228P 0228K 0228L  |paenibacillus polymyxa derived from ATCC® 43865™ 0845357002289L
0229P 0229K 0229L  |Citrobacter freundii derived from ATCC® 43864 ™ 0845357002299N
0231P 0231K 0231L  |Escherichia coli derived from ATCC® 700728 ™ 08453570023199
0232P 0232K 0232L  |Listeria monocytogenes derived from ATCC® 19112™ 0845357002329B
0233P 0233K 0233L  |Lactobacillus rhamnosus derived from ATCC® 7469™ 0845357002339D
0234P 0234K 0234L  |_actiplantibacillus plantarum derived from ATCC® 8014™ 0845357002349F
0235p 0235K 02351 ;acht;oCtgc;glézgflbruecku subsp. lactis derived from 0845357002359H
0237P 0237K 0237L  |streptococcus salivarius derived from ATCC® 13419™ 0845357002379M
0241P 0241K 0241L  |pseudomonas fluorescens derived from ATCC® 13525™ 0845357002419C
0242P 0242K 0242L  |Micrococcus luteus derived from ATCC® 4698™ 0845357002429E
0243P 0243K 0243L || actobacillus acidophilus derived from ATCC® 4356 ™ 0845357002439G
0245P 0245K 0245L  |Aspergillus niger derived from ATCC® 16888 ™ 0845357002459L
0246P 0246K 02461 g;%g%)ggcoccus haemolyticus derived from ATCC® 0845357002469N
0247P 0247K 0247L  |Serratia marcescens derived from ATCC® 13880™ 0845357002479Q
0248P 0248K 0248L  |Moraxella catarrhalis derived from ATCC® 23246™ 0845357002489S
0249P 0249K 0249L  |Aggregatibacter aphrophilus derived from ATCC® 49917™|  0845357002499U
0250P 0250K 0250L  |candida albicans derived from ATCC® 90029™ 0845357002509D
0251P 0251K 0251L S;\&%);Ebacterjejum subsp. jejuni derived from ATCC® 0845357002519F
0253P | 0253K | O2s3L |Samonella erlericd SRS, cnterica serovar Typhimurium | 845357002539k
0254P 0254K 0254L Iélilslgigra(@ rréoLngggfgenes Cornell University derived from 0845357002549M
0255P 0255K 0255L  |zygosaccharomyces rouxii derived from NCYC 381 0845357002559P
0256P 0256K 0256L  |Bacillus cereus derived from ATCC® 11778™ 0845357002569R
0257P 0257K 0257L  |Clostridium perfringens derived from ATCC® 3624 ™ 0845357002579T
0258P 0258K 0258L  |Bacillus pumilus derived from ATCC® 14884 ™ 0845357002589V
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0259P 0259K 0259L  Ipediococcus acidilactici derived from ATCC® 8042 ™ 0845357002599X
0260P 0260K 0260L ?gg;gg?ﬁter psychrolactophilus derived from ATCC® 0845357002609G
0261P 0261K 0261L  |Kiebsiella variicola derived from ATCC® 31488™ 0845357002619J
0262P 0262K 0262L  |serratia marcescens derived from ATCC® 43862 ™ 0845357002629L
0263P 0263K 0263L  |Aerococcus viridans derived from ATCC® 10400 ™ 0845357002639N
0264P 0264K 0264L  |candida albicans derived from ATCC® 90028 ™ 0845357002649Q
0265P 0265K 02651 ﬁggécélgh?acnlus acidoterrestris derived from ATCC® 0845357002659
0266P 0266K 0266L  |streptococcus mutans derived from ATCC® 25175™ 0845357002669V
0267P | 0267K | 02671 [SiePloceccus pneumoniae derived from ATCC® 0845357002679W
0269P 0269K 0269L  |Bacillus subtilis derived from ATCC® 11774™ 084535700269A2
0270P 0270K 0270L  |Bacillus thuringiensis derived from ATCC® 10792™ 0845357002709K
0272P 0272K 0272L  |Mycobacterium terrae derived from ATCC® 15755™ 0845357002729P
0274P 0274K 0274L  |sphingomonas paucimobilis derived from ATCC® 29837 ™ 0845357002749T
0276P 0276K 0276L  |Aerococcus viridans derived from ATCC® 11563 ™ 0845357002769X
0277P 0277K 0277L  |Listeria monocytogenes derived from ATCC® 19111 ™ 0845357002779Z
0290P 0290K 0290L  |Aeromonas salmonicida derived from ATCC® 7965™ 0845357002909R
0291P 0291K 0291L  |Cryptococcus neoformans derived from ATCC® 14116™ 0845357002919T
0293P 0293K 0293L  |Corynebacterium renale derived from ATCC® 19412™ 0845357002939X
0294P 0294K 0294L %eélllglonlemlcroblum cellulans derived from ATCC® 08453570029497
0295P 0295K 0295L  |Microbacterium testaceum derived from ATCC® 15829™ 084535700295A3
0296P 0296K 0296L  |paenibacillus polymyxa derived from ATCC® 7070™ 084535700296A5
0299P 0299K 02991 Eﬁ}ir%ggﬂnovu subsp. londoniensis derived from ATCC® 084535700299AB
0300P 0300K 0300L  |Proteus vulgaris derived from ATCC® 33420™ 08453570030093
0303P 0303K 0303L  |shigella sonnei derived from ATCC® 25931™ 08453570030399
0306P 0306K 0306L  |Kiebsiella acrogenes derived from ATCC® 13048 ™ 0845357003069F
0310P 0310K 0310L  |proteus mirabilis derived from NCIMB 13283 08453570031096
0312P 0312K 0312L ﬁtélmékzcz%%czus aureus subsp. aureus derived from 0845357003129A
0313P 0313K 0313L Eg:taesrgTbMacter cloacae subsp. cloacae derived from ATCC® 0845357003139C
0314P N/A N/A_ Istreptococcus pyogenes derived from NCIMB 13285 0845357003149E
0315P 0315K 0315L |Citrobacter freundii derived from ATCC® 8090 ™ 0845357003159G
Yersinia enterocolitica subsp. enterocolitica derived from
0316P 0316K 0316L ATCC® 23715™ 0845357003169J
0317P 0317K 0317L  |Clostridium sporogenes derived from ATCC® 19404 ™ 0845357003179L
0318P 0318K 0318L  |Clostridium perfringens derived from ATCC® 13124 ™ 0845357003189N
0319P 0319K 0319L gggﬁr?:ﬂdes thetaiotaomicron derived from ATCC® 0845357003199Q
0320P 0320K 0320L  |Bacteroides fragilis derived from ATCC® 25285™ 08453570032099
0321P 0321K 0321L  |Proteus mirabilis derived from ATCC® 29245™ 0845357003219B
0322P 0322K 03221 ;;ag:tao?sTtJeptococcus anaerobius derived from ATCC® 0845357003229D
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0323P 0323K 0323L Eg(‘[)ir;)TbMacter cloacae subsp. cloacae derived from ATCC® 0845357003239F
0324P 0324K 0324L  |Myroides odoratus derived from ATCC® 4651™ 0845357003249H
0325P 0325K 0325L ggggzlgbacter]ejum subsp. jejuni derived from ATCC® 0845357003259K
0327P 0327K 0327L  |Clostridium histolyticum derived from ATCC® 19401™ 0845357003279P
Fusobacterium nucleatum subsp. nucleatum derived from
0328P 0328K 0328L ATCC® 25586™ 0845357003289R
0329P 0329K 0329L  |Clostridioides difficile derived from ATCC® 9689™ 0845357003299T
0330P 0330K 0330L  |Bacillus cereus derived from NCIMB 7464 0845357003309C
0331P 0331K 0331L  |paeniclostridium sordellii derived from ATCC® 9714™ 0845357003319E
0332P 0332K 0332L  |candida albicans derived from ATCC® 14053 ™ 0845357003329G
0333P 0333K 0333L  |papiliotrema laurentii derived from ATCC® 18803™ 0845357003339J
0334P 0334K 0334L  |Cryptococcus neoformans derived from ATCC® 32045™ 0845357003349L
0335P 0335K 0335L  |Escherichia coli derived from ATCC® 25922™ 0845357003359N
0336P 0336K 0336L  |Enterococcus faecalis derived from NCIMB 13280 0845357003369Q
0338P 0338K 0338L  [Haemophilus influenzae derived from ATCC® 33533™ 0845357003389V
0341P | 0341K | 0341L g::i’cgg?:fﬁ':?g?g;‘;gg;ﬁ”te”ca serovar Paratyphi A 0845357003419H
GMBF || GER | osdmL SRIOTSLaoniEtEAs e, Bnincd sanovar Choleraesuis | g45357003439M
0345P | 0345K | 0345L i:li’cgg?:fnf’:?gccag‘;gg‘;é?ﬂte”ca sereyar Enteridia 0845357003459
0346P | 0346K | 0346L g:mgg‘#’:nfz\t?g‘?gggigﬁ”‘e”ca oy an AU 0845357003469T
0348P 0348K 0348L  |Shigella flexneri derived from ATCC® 9199™ 0845357003489X
0349P 0349K 0349L  |Shigella boydii derived from ATCC® 9207 ™ 0845357003499Z
0350P 0350K 0350L  |shigella sonnei derived from ATCC® 29930™ 0845357003509J
0351P 0351K 0351L ﬁl;;cbgglispsnse;momae subsp. pneumoniae derived from 0845357003519L
0352P | 0352k | 0352 |5LaPYlococcus bureus subsp. aureus CEL G 0845357003529N
0353P 0353K 0353L  |pseudomonas aeruginosa derived from ATCC® 27853 ™ 0845357003539Q
0354P 0354K 0354L  |sSerratia marcescens derived from ATCC® 8100™ 0845357003549S
0355P 0355K 0355L  |Proteus hauseri derived from ATCC® 13315™ 0845357003559V
0356P 0356K 0356L  |Shigella flexneri derived from ATCC® 12022™ 0845357003569W
0357P 0357K 0357L  |Acinetobacter baumannii derived from ATCC® 19606 ™ 0845357003579Y
0358P 0358K 0358L  |Bacteroides fragilis derived from NCTC 9343 084535700358A2
0360P 0360K 0360L i?gggogggg;iﬂaureus subsp. aureus derived from 0845357003609M
0363P | 0363K | 0363L igl{cggﬁfrfﬁg‘g@)sﬁggé?ﬂte”Ca serovar Typhimurium | (445357003639T
0365P 0365K 0365L i?gg%ogggggfhﬂaureus subsp. aureus derived from 0845357003659X
0366P 0366K 0366L  |Enterococcus faecalis derived from ATCC® 29212™ 0845357003669Z2
0367P 0367K 0367L  |Enterococcus faecalis derived from ATCC® 19433™ 084535700367A3
0369P 0369K 03691 ?:ta%rg)?t:gphomonas maltophilia derived from ATCC® 084535700369A7
0370P 0370K 0370L  |streptococcus agalactiae derived from ATCC® 13813™ 0845357003709Q
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0371P 0371K 0371L  |staphylococcus epidermidis derived from ATCC® 12228 ™ 0845357003719S
0375P 0375K 0375L  |Neisseria gonorrhoeae derived from ATCC® 31426™ 084535700375A2
0376P 0376K 0376L  |Haemophilus influenzae derived from ATCC® 19418™ 084535700376A4
0377P 0377K 0377L ng{rﬁghllus parahaemolyticus derived from ATCC® 084535700377A6
0378P 0378K 0378L  |Neisseria gonorrhoeae derived from ATCC® 19424 ™ 084535700378A8
0379P 0379K 0379L  |Candida albicans derived from NCYC 1363 084535700379AA
0380P 0380K 0380L  |streptococcus pneumoniae derived from ATCC® 6303 ™ 0845357003809T
0383P 0383K 0383L  |streptococcus mitis derived from NCIMB 13770 0845357003839Z
0384P 0384K 0384L  |Providencia stuartii derived from ATCC® 33672™ 084535700384A3
0385P 0385K 0385L  |streptococcus pyogenes derived from ATCC® 19615™ 084535700385A5
0388P 0388K 0388L gg(t)%rggﬂacter cloacae subsp. cloacae derived from ATCC® 084535700388AB
0389P 0389K 0389L  |streptococcus anginosus derived from NCTC 10713 084535700389AD
0391P 0391K 0391L  |streptococcus gallolyticus derived from ATCC® 9809™ 0845357003919Y
0392P 0392K 0392L  |Aspergillus brasiliensis derived from ATCC® 16404 ™ 084535700392A2
0393P 0393K 0393L  |Proteus vulgaris derived from NCTC 4636 084535700393A4
0398P 0398K 0398L  |Listeria monocytogenes derived from ATCC® 7644 ™ 084535700398AE
0399P 0399K 0399L  |Klebsiella aerogenes derived from ATCC® 35029™ 084535700399AG
0400P 0400K 0400L  |Bacteroides ovatus derived from ATCC® 8483 ™ 08453570040098
0402P 0402K 0402L ,8°\I705a(;|9Menes faecalis subsp. faecalis derived from ATCC® 0845357004029C
0403P 0403K 0403L  |Moraxella catarrhalis derived from ATCC® 25240 ™ 0845357004039E
0404P 0404K 0404L  |Neisseria meningitidis derived from ATCC® 13102™ 0845357004049G
0405P 0405K 0405L  |Neisseria lactamica derived from ATCC® 23970™ 0845357004059J
0406P 0406K 0406L  |Neisseria sicca derived from ATCC® 9913™ 0845357004069L
odorp: | odome | opgrn, |cuSCIacierUI RectephorumiSices. nectophorimuived | gpyesszananzen
0409P 0409K 0409L  |Finegoldia magna derived from ATCC® 29328 ™ 0845357004099S
0410P 0410K 0410L  |Gardnerella vaginalis derived from ATCC® 14018 ™ 0845357004109B
0411P 0411K 0411L  |Aggregatibacter aphrophilus derived from ATCC® 7901 ™ 0845357004119D
0412P 0412K 0412L  |staphylococcus epidermidis derived from ATCC® 14990 ™ 0845357004129F
0414pP 0414K 0414L |\ isteria innocua derived from NCTC 11288 0845357004149K
0416P 0416K 0416L  |Pseudomonas aeruginosa derived from ATCC® 10145™ 0845357004169P
0419P 0419K 0419L  |cutibacterium acnes derived from ATCC® 11827 ™ 0845357004199V
0421P | 0421K | o0421L j::{cgg‘?:ﬁfgtﬁg‘gg‘;ggﬁ'ﬁﬂte”ca serovar Typhimurium | ;0454570042196
0422P 0422K 0422L  |Escherichia coli derived from ATCC® 35421 ™ 0845357004229J
0423P 0423K 0423L  |streptococcus oralis derived from ATCC® 6249™ 0845357004239L
0425P 0425K 0425L  |candida albicans derived from ATCC® 60193™ 0845357004259Q
0426P 0426K 0426L  |Neisseria gonorrhoeae derived from ATCC® 43070™ 0845357004269S
0429P 0429K 0429L  |Neisseria gonorrhoeae derived from ATCC® 43069™ 0845357004299Y
0431P 0431K 0431L ggjglrth)nacmus larvae subsp. larvae derived from ATCC® 0845357004319K
0432P 0432K 0432L  |Proteus mirabilis derived from ATCC® 43071 ™ 0845357004329M
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0433P 0433K 0433L  |Escherichia coli derived from ATCC® 4157™ 0845357004339P
0435P 0435K 0435L  |streptococcus pneumoniae derived from ATCC® 27336™ 0845357004359T
0436P 0436K 0436L  |Streptococcus agalactiae derived from ATCC® 27956 ™ 0845357004369V
0439P 0439K 0439L  |streptococcus agalactiae derived from ATCC® 12386™ 084535700439A3
0440pP 0440K 0440L  |proteus mirabilis derived from ATCC® 12453™ 0845357004409L
0441P 0441K 0441L  |Haemophilus influenzae derived from ATCC® 10211™ 0845357004419N
0442P 0442K 0442L  |Trichophyton interdigitale derived from ATCC® 9533™ 0845357004429Q
0443P 0443K 0443L  |candida albicans derived from ATCC® 10231™ 0845357004439S
0444P 0444K 0444L  |Trichophyton rubrum derived from ATCC® 28188™ 0845357004449V
0445pP 0445K 0445L  |phocaeicola vulgatus derived from ATCC® 8482™ 0845357004459W
0446P 0446K 0446L  |shigella sonnei derived from ATCC® 9290™ 0845357004469Y
0447P 0447K 0447L  |streptococcus pneumoniae derived from ATCC® 6305™ 084535700447A2
0450P 0450K 0450L  |Candida tropicalis derived from ATCC® 13803™ 0845357004509P
0453P 0453K 0453L  |Neisseria meningitidis derived from ATCC® 13077™ 0845357004539V
0454P 0454K 0454L  |Neisseria meningitidis derived from ATCC® 13090™ 0845357004549X
0458P 0458K 04581 'l:;ggggl%p;:zumomae subsp. pneumoniae derived from 084535700458A7
0459P 0459K 0459L  |proteus vulgaris derived from ATCC® 6380™ 084535700459A9
0462P | 0462K | Oag2L [SLAPYIocOceUs aureus subsp. aureus GEHER o 0845357004629W
0463P 0463K 0463L  |Streptococcus bovis derived from ATCC® 33317™ 0845357004639Y
0464P 0464K 0464L  |Neisseria sicca derived from ATCC® 29193™ 084535700464A2
0465P 0465K 0465L  |Escherichia coli derived from ATCC® 11775™ 084535700465A4
0468P 0468K 0468L  |Acinetobacter Iwoffii derived from ATCC® 15309™ 084535700468AA
0469P 0469K 0469L  |Streptococcus pneumoniae derived from NCIMB 13286 084535700469AC
0472P 0472K 0472L  |Enterococcus faecalis derived from NCTC 775 0845357004729Z
0473P 0473K 0473L  |paenibacillus gordonae derived from ATCC® 29948 ™ 084535700473A3
0474pP 0474K 0474L  |Bacillus pumilus derived from ATCC® BAA-1434™ 084535700474A5
0475P 0475K 0475L  |Moraxella osloensis derived from ATCC® 10973™ 084535700475A7
0476P 0476K 0476L  |Haemophilus influenzae derived from ATCC® 43163™ 084535700476A9
0478P 0478K 0478L  |Citrobacter braakii derived from ATCC® 43162™ 084535700478AD
0480P N/A N/A  |Streptococcus agalactiae derived from NCTC 8017 0845357004809Y
0481P 0481K 0481L ggg\c\)p;m)bacterjejum subsp. jejuni derived from ATCC® 084535700481A2
0483P 0483K 0483L  |Escherichia coli derived from ATCC® 8739™ 084535700483A6
0484P 0484K 0484L  |pseudomonas paraeruginosa derived from ATCC® 9027™|  084535700484A8
0485P 0485K 04851 i?gg%ogggggﬁ aureus subsp. aureus derived from 084535700485AA
0486P 0486K 0486L  |Bacillus spizizenii derived from ATCC® 6633™ 084535700486AC
0487P 0487K 0487L  |Clostridium sporogenes derived from ATCC® 11437 ™ 084535700487AE
0488P 0488K 0488L  |Burkholderia cepacia derived from ATCC® 25416™ 084535700488AG
0489P 0489K 0489L  |Bordetella pertussis derived from ATCC® 8467™ 084535700489AJ
0494P 0494K 0494L ?;%%hs)ﬂscoccus saprophyticus derived from ATCC® 084535700494AB
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0495P 0495K 0495L _ |Escherichia coli derived from ATCC® 35218™ 084535700495AD
0496P | 0496K | O4gel |SERNVIOCOCCUS aureus subsp. aureus derived from 084535700496AF
0497P 0497K 0497L  |Enterococcus faecalis derived from ATCC® 7080™ 084535700497AH
0500P 0500K 0500L | Aspergillus niger derived from ATCC® 6275™ 0845357005009D
0501P 0501K 0501L gi;n‘:??glla enterica subsp. enterica derived from ATCC® 0845357005019F
0502P 0502K 0502L  |Escherichia coli derived from ATCC® 11303™ 0845357005029H

N/A N/A 0503L  |Mycoplasma pneumoniae derived from ATCC® 15531 ™ 0845357005039K
0506P 0506K 0506L  |Serratia marcescens derived from ATCC® 14041™ 0845357005069R
0508P 0508K 0508L  |streptococcus pyogenes derived from ATCC® 12344 ™ 0845357005089V
0510P 0510K 0510L  |Candida krusei derived from ATCC® 34135™ 0845357005109G
0511P 0511K 0511L  |Acetobacter aceti derived from ATCC® 15973 ™ 0845357005119J
0513P 0513K 0513L IIAA%/g%tgcégzt;rTTﬁfortunum subsp. fortuitum derived from 0845357005139N
0514P 0514K 0514L  IMycobacterium smegmatis derived from ATCC® 19420™ 0845357005149Q
0519P 0519K 0519L  |Galactomyces candidus derived from ATCC® 34614 ™ 084535700519A2
0520P 0520K 0520L |candida geochares derived from ATCC® 36852 ™ 0845357005209K
0522P 0522K 05221 |1\/I5y7cggfmctenum avium subsp. avium derived from ATCC® 0845357005229P
0524P | 0524K 0524 |"Seudomonas protegens (G) derived from ATCC® 0845357005249T
0527P 0527K 0527L  |Clostridioides difficile derived from ATCC® 700057 ™ 0845357005279Z
0530P 0530K 0530L  |KIebsiella oxytoca derived from ATCC® 13182™ 0845357005309N
0531P 0531K 0531L  |Fusarium keratoplasticum derived from ATCC® 36031™™™|  0845357005319Q
0533P 0533K 0533L  |staphylococcus capitis derived from ATCC® 146™ 0845357005339V
0534P 0534K 0534L  |saccharomyces cerevisiae derived from ATCC® 4098 ™ 0845357005349W
0537P 0537K 0537L g:(lse(l)dz%sTﬁonum cladosporioides derived from ATCC® 084535700537A4
0539P 0539K 0539L  |Bacillus thuringiensis derived from ATCC® 33679™ 084535700539A8
0540P 0540K 0540L  |Bacillus spizizenii derived from ATCC® 19659™ 0845357005409R
0543P 0543K 0543L  |Escherichia coli derived from ATCC® 14169™ 0845357005439X
0544P 0544K 0544L gﬂgzcgj)%ctenum avium subsp. avium derived from ATCC® 08453570054497
0545P 0545K 0545L  IMycobacterium kansasii derived from ATCC® 12478™ 084535700545A3
0546P 0546K 0546L |1 actobacillus paracasei derived from ATCC® 334™ 084535700546A5
0547P 0547K 0547L  |Clostridium perfringens derived from NCTC 8678 084535700547A7
0571P 0571K 0571L  |staphylococcus epidermidis derived from NCIMB 8853 084535700571A4
0572P 0572K 0572L  |Clostridium perfringens derived from NCTC 8237 084535700572A6
0574P 0574K 0574L |Citrobacter freundii derived from NCTC 9750 084535700574AA
0576P 0576K 0576L  |Pseudomonas aeruginosa derived from NCIMB 8626 084535700576AE
0577P 0577K 0577L  |Bacillus pumilus derived from ATCC® 700814 ™ 084535700577AG
0578P 0578K 0578L  |Citrobacter braakii derived from ATCC® 51113™ 084535700578AJ
0580P 0580K 0580L  |Clostridium sporogenes derived from NCIMB 12343 084535700580A5
0583P 0583K 0583L ?;&r:sbactenum striatum derived from ATCC® BAA- 084535700583AB
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0584P 0584K 0584L I:gsr;%tzacteroides distasonis derived from ATCC® BAA- 084535700584AD
0585P 0585K 0585L  |Bacteroides ovatus derived from ATCC® BAA-1296™ 084535700585AF
0586P 0586K 0586L  |Clostridium septicum derived from ATCC® 12464 ™ 084535700586AH
0587P 0587K 0587L  |Bacteroides ovatus derived from ATCC® BAA-1304™ 084535700587AK
0595P 0595K 0595L  |salmonella bongori derived from ATCC® 43975™ 084535700595AJ
0596P 0596K 0596L  |weizmannia coagulans derived from ATCC® 7050™ 084535700596AL
0597P 0597K 0597L  |Klebsiella aerogenes derived from NCIMB 10102 084535700597AN
0598P 0598K 0598L  |pseudomonas aeruginosa derived from NCIMB 12469 084535700598AQ
0599P 0599K 0599L  |Acinetobacter baumannii derived from NCIMB 12457 084535700599AS
0602P 0602K 0602L i’;rgpéo@c?gggiggsgalactlae subsp. equisimilis derived from 0845357006029N
0603P 0603K 0603L ig;gpé%:?gg%%?gsgalacnae subsp. equisimilis derived from 0845357006039Q
0604P | 0604K | OoaL |Saimonelia enierica subsp. ehterica serovar Pullarin 0845357006049S
0605P 0605K 0605L  |sStaphylococcus xylosus derived from ATCC® 29971™ 0845357006059V
0607P 0607K 0607L  |Proteus mirabilis derived from ATCC® 7002™ 0845357006079Y
0617P 0617K 0617L  |Escherichia coli (0157:H7) derived from ATCC® 35150™ 084535700617A3
0618P 0618K 0618L  |parabacteroides distasonis derived from ATCC® 8503™ 084535700618A5
0619P 0619K 0619L  |Bacteroides uniformis derived from ATCC® 8492™ 084535700619A7
0620P 0620K 0620L  |Haemophilus influenzae derived from ATCC® 9006 ™ 0845357006209Q
0621P 0621K 0621L  |Qligella urethralis derived from ATCC® 17960™ 08453570062193
0622P 0622K 0622L  |Moraxella catarrhalis derived from ATCC® 8176™ 0845357006229V
0626P 0626K 0626L  |Klebsiella oxytoca derived from ATCC® 49131™ 084535700626A4
0627P 0627K 0627L  |pseudomonas putida derived from ATCC® 49128™ 084535700627A6
0628P 0628K 0628L  |staphylococcus epidermidis derived from ATCC® 49134™ 084535700628A8
0629P 0629K 0629L  |staphylococcus gallinarum derived from ATCC® 49148™ 084535700629AA
0630P 0630K 0630L  |streptococcus pasteurianus derived from ATCC® 49133™ 0845357006309T
0631P 0631K 0631L  |streptococcus gallolyticus derived from ATCC® 49147™ 0845357006319V
0632P 0632K 0632L  |streptococcus pneumoniae derived from ATCC® 49136™ 0845357006329X
0633P 0633K 0633L  |Streptococcus pneumoniae derived from ATCC® 49150™ 0845357006339Z
0635P 0635K 0635L  |Acinetobacter species derived from ATCC® 49139™ 084535700635A5
0637P 0637K 0637L  |Aeromonas hydrophila derived from ATCC® 49140™ 084535700637A9
0638P 0638K 0638L  |shewanella haliotis derived from ATCC® 49138™ 084535700638AB
0639P 0639K 0639L  |Enterobacter ludwigii derived from ATCC® 49141™ 084535700639AD
0640P 0640K 0640L  |Proteus vulgaris derived from ATCC® 49132™ 0845357006409W
0641P 0641K 0641L  |Ralstonia insidiosa derived from ATCC® 49129™ 0845357006419Y
0642P 0642K 0642L  |Moraxella catarrhalis derived from ATCC® 49143™ 084535700642A2
0643P 0643K 0643L  |Gardnerella vaginalis derived from ATCC® 49145™ 084535700643A4
0644P 0644K 0644L  |Haemophilus influenzae derived from ATCC® 49144™ 084535700644A6
0645P 0645K 0645 | Aggregatibacter aphrophilus derived from ATCC® 49146™|  084535700645A8
0646P 0646K 0646L  |Neisseria lactamica derived from ATCC® 49142™ 084535700646AA
0647P 0647K 0647L  |Haemophilus influenzae derived from ATCC® 49247™ 084535700647AC
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0648P 0648K 0648L  |Neisseria gonorrhoeae derived from ATCC® 49226™ 084535700648AE
0650P 0650K 0650L  |Enterococcus hirae derived from ATCC® 8043™ 0845357006509Z
0651P 0651K 0651L  |Enterococcus durans derived from ATCC® 6056™ 084535700651A3
0655P 0655K 0655L  |Bordetella bronchiseptica derived from ATCC® 10580 ™ 084535700655AB
0656P 0656K 0656L S;rzeggcoccus equi subsp. equi derived from ATCC® 084535700656AD
0660P 0660K 0660L  |Trueperella pyogenes derived from ATCC® 19411™ 084535700660A4
0661P 0661K 0661L  |Erysipelothrix rhusiopathiae derived from ATCC® 19414 ™ 084535700661A6
0668P 0668K 0668L z_elz%tggillzangltMomda subsp. multocida derived from 084535700668AL
0669P 0669K 0669L  |Kocuria rhizophila derived from ATCC® 9341a™ 084535700669AN
0670P 0670K 0670L  |Kocuria rhizophila derived from ATCC® 15957 ™ 084535700670A7
0671P 0671K 0671L  |Bordetella bronchiseptica derived from ATCC® 4617 ™ 084535700671A9
0674P 0674K 0674L | Clostridium perfringens derived from ATCC® 12919™ 084535700674AF
0676P 0676K 0676L  |Clostridium sporogenes derived from ATCC® 3584 ™ 084535700676AK
0677P 0677K 0677L  |Enterococcus faecium derived from ATCC® 6569™ 084535700677AM
0678P 0678K 0678L  |Enterococcus hirae derived from ATCC® 10541 ™ 084535700678AP
0679P 0679K 0679L  |Enterococcus faecium derived from ATCC® 27270™ 084535700679AR
0680P 0680K 0680L  |Escherichia coli derived from ATCC® 10536™ 084535700680AA
0681P 0681K 0681L  |Escherichia coli derived from ATCC® 11229™ 084535700681AC
0683P 0683K 0683L ’lzlﬁgggli:gpsnze%momae subsp. pneumoniae derived from 084535700683AG
0684P 0684K 0684L i?gggliopon;umoniae subsp. pneumoniae derived from 084535700684A.
0685P 0685K 0685L ’}:!?ggglg7p7n3e6u$omae subsp. pneumoniae derived from 084535700685AL
0686P 0686K 0686L |Listeria monocytogenes derived from ATCC® 19114™ 084535700686AN
0687P 0687K 0687L |Listeria monocytogenes derived from ATCC® 19115™ 084535700687AQ
0688P 0688K 0688L  |Kocuria rhizophila derived from ATCC® 9341™ 084535700688AS
0689P 0689K 0689L  |Micrococcus luteus derived from ATCC® 10240™ 084535700689AU
0690P 0690K 0690L  |proteus mirabilis derived from ATCC® 25933 ™ 084535700690AD
0691P 0691K 0691L  |proteus vulgaris derived from ATCC® 8427 ™ 084535700691AF
0693P 0693K 0693L  |pseudomonas aeruginosa derived from ATCC® 15442 ™ 084535700693AK
0695P 0695K 0695L  |Pseudomonas aeruginosa derived from ATCC® 25619™ 084535700695AP
0697P 0697K 0697L  |Rhodococcus equi derived from ATCC® 6939™ 084535700697AT
0698P 0698K 0698L  |saccharomyces kudriavzevii derived from ATCC® 2601 ™ 084535700698AV
0699P 0699K 0699L  |saccharomyces cerevisiae derived from ATCC® 9763™ 084535700699AX
0701P 0701K 0701L  |Malassezia furfur derived from ATCC® 14521™ 0845357007019R
0702P 0702K 0702L  |pseudomonas sp. derived from ATCC® 31483™ 0845357007029T
0703P 0703K 0703L  |Pyuralibacter gergoviae derived from ATCC® 33028™ 0845357007039V
0706P 0706K 0706L  |Escherichia coli derived from NCTC 10538 084535700706A3
0709P 0709K 0709L  |streptococcus agalactiae (B) derived from NCIMB 701348 084535700709A9
0710P 0710K 0710L  |streptococcus agalactiae derived from NCTC 9993 0845357007109S
0712P 0712K 0712L 1Cga)ng(;;;ylobacterjejum subsp. jejuni derived from NCTC 0845357007129W
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0713P 0713K 0713L ?;%p;%ylococcus aureus subsp. aureus derived from NCTC 0845357007139Y
0714P 0714K 0714L  |Enterococcus faecalis derived from NCTC 13379 084535700714A2
0718P 0718K 0718L $$:;1;gylobacter jejuni subsp. jejuni derived from NCTC 084535700718AA
0720P 0720K 0720L  |vibrio furnissii derived from NCTC 11218 0845357007209V
0721P 0721K 0721L  |Mycobacterium smegmatis derived from ATCC® 14468™ 0845357007219X
0726P 0726K 0726L  |Candida parapsilosis derived from ATCC® 22019™ 084535700726A9
0727P 0727K 0727L  |Listeria monocytogenes derived from ATCC® 15313™ 084535700727AB
Thermoanaerobacterium thermosaccharolyticum derived
0728P 0728K 0728L from ATCC® 7956 ™ 084535700728AD
0736P 0736K 0736L  [Saccharomyces cerevisiae derived from NCYC 79 084535700736AC
0737P 0737K 0737L  |candida glabrata derived from ATCC® 15126 ™ 084535700737AE
0738P 0738K 0738L  |Meyerozyma guilliermondii derived from ATCC® 6260™ 084535700738AG
0739P 0739K 0739L  |Staphylococcus lentus derived from ATCC® 700403™ 084535700739AJ
0740P 0740K 0740L  |Micrococcus species derived from ATCC® 700405™ 084535700740A3
0741P 0741K 0741L  |Staphylococcus xylosus derived from ATCC® 700404 ™ 084535700741A5
0742P 0742K 0742L g:%ré(;tigphomonas maltophilia derived from ATCC® 084535700742A7
o7a3p | braak | DrasL |DIPpiooossus Sdiistibup. zoospicemishs derved from 084535700743A9
0744P 0744K 0744L  |streptococcus uberis derived from ATCC® 700407 ™ 084535700744AB
0747pP 0747K 0747L  |Escherichia coli derived from ATCC® 13706™ 084535700747AH
0749P 0749K 0749L  |Capnocytophaga sputigena derived from ATCC® 33612™ 084535700749AM
0750P 0750K 0750L  |Actinomyces viscosus derived from ATCC® 15987 ™ 084535700750A6
0754P 0754K 0754L  |Brevundimonas diminuta derived from ATCC® 11568™ 084535700754AE
0755P 0755K 0755L  |Enterobacter hormaechei derived from ATCC® 700323™ 084535700755AG
0756P 0756K 0756L  |Cronobacter muytjensii derived from ATCC® 51329™ 084535700756AJ
0757P 0757K 0757L  |Klebsiella oxytoca derived from ATCC® 700324™ 084535700757AL
0759P 0759K 07591 1S;czsrzscf)stl;gphomonas maltophilia derived from ATCC® 084535700759AQ
0761P 0761K 07611 sg(t)%r;;;?:cus casseliflavus derived from ATCC® 084535700761AB
0763P 0763K 0763L  |Streptococcus pneumoniae derived from ATCC® 6301™ 084535700763AF
0764P 0764K 0764L  |Mammaliicoccus sciuri derived from ATCC® 29061™ 084535700764AH
0766P 0766K 0766L  |Kocuria rosea derived from ATCC® 186™ 084535700766AM
0774pP 0774K 0774L  |Candida lusitaniae derived from ATCC® 34449™ 084535700774AL
0778P 0778K 0778L gg;%réi%nchosporon dermatis derived from ATCC® 084535700778AU
0779P 0779K 0779L _ |Candida utilis derived from ATCC® 9950™ 084535700779AW
078oP 0780K 0780L |Prototheca wickerhamii derived from ATCC® 16529™ 084535700780AF
0781P 0781K 0781L  |Cryptococcus neoformans derived from ATCC® 204092™ |  084535700781AH
0783P 0783K 0783L |Listeria monocytogenes derived from NCTC 10890 084535700783AM
0784P 0784K 0784L %e()%saglli quasipneumoniae derived from ATCC® 084535700784AP
0791P 0791K 0791L  |Escherichia coli derived from ATCC® 51813™ 084535700791AL
0794pP 0794K 0794L  |penicillium venetum derived from ATCC® 16025™ 084535700794AS
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0795P 0795K 0795L  |Escherichia coli (0157:H7) derived from ATCC® 43888 ™ 084535700795AU
0799P 0799K 0799L  |Bacillus licheniformis derived from ATCC® 14580™ 084535700799B4
0800P 0800K 0800L  |Candida albicans derived from ATCC® 24433™ 0845357008009V
0801P 0801K 0801L  |Clostridium perfringens derived from ATCC® 12915™ 0845357008019W
0802P 0802K 0802L || isteria seeligeri derived from ATCC® 35967 ™ 0845357008029Y
0803P 0803K 0803L  |zygosaccharomyces rouxii derived from ATCC® 28253 ™ 084535700803A2
0804P 0804K 0804L  |Micrococcus luteus derived from ATCC® 49732™ 084535700804A4
0805P 0805K 0805L  |Brevundimonas diminuta derived from ATCC® 19146™ 084535700805A6
0806P 0806K 0806L  |serratia marcescens derived from ATCC® 14756™ 084535700806A8
0809P 0809K 0809L  |Candida krusei derived from ATCC® 14243™ 084535700809AE
0812P 0812K 0812L  |Bacillus licheniformis derived from ATCC® 12759™ 084535700812A3
0813P 0813K 0813L |Lactobacillus fermentum derived from ATCC® 9338™ 084535700813A5
0814P 0814K 0814L  |Listeria innocua (6a) derived from ATCC® 33090™ 084535700814A7
0815P 0815K 0815L %gﬁg&:ﬂ:‘vanovu subsp. ivanovii derived from ATCC® 084535700815A9
0816P 0816K 0816L || isteria welshimeri derived from ATCC® 35897 ™ 084535700816AB
GBITE. | OBMER - [ -mag7L |REICDRESRETeR Ssp. ghaNea BN Lagiclbs 084535700817AD
0818P 0818K 0818L  |Vibrio parahaemolyticus derived from ATCC® 17802 ™ 084535700818AF
0819P 0819K 0819L |vibrio alginolyticus derived from ATCC® 17749™ 084535700819AH
0826P | 0826k | og26L |S2imonella enterica subsp. enterica serovar Abastetuba 084535700826AE
Staphylococcus aureus subsp. aureus derived from
0827P 0827K 0827L ATCC® 6538P™ 084535700827AG
0828P 0828K 0828L _|Clostridium bifermentans derived from ATCC® 638™ 084535700828AJ
0830P 0830K 0830L  |Pseudomonas aeruginosa derived from NCTC 10662 084535700830A5
0831P 0831K 0831L  |staphylococcus aureus derived from NCTC 6571 084535700831A7
Staphylococcus aureus subsp. aureus derived from
0832P 0832K 0832L ATCC® 51153™ 084535700832A9
0833P 0833K 0833L _|Clostridioides difficile derived from ATCC® 43593™ 084535700833A8B
0836P 0836K 0836L  |Burkholderia cenocepacia derived from ATCC® 25608 ™ 084535700836AH
0838P 0838K 0838L  |serratia liquefaciens derived from ATCC® 27592 ™ 084535700838AM
0839P 0839K 08391 gﬂsoggggflla morganii subsp. morganii derived from ATCC® 084535700839AP
0840P 0840K 0840L  |Klebsiella michiganensis derived from ATCC® 8724™ 084535700840A8
0841P 0841K 0841L  |Proteus vulgaris derived from ATCC® 6896™ 084535700841AA
0842P 0842K 0842L  |Bordetella parapertussis derived from ATCC® 15311™ 084535700842AC
0843P 0843K 0843L  |Bordetella pertussis derived from ATCC® 9797 ™ 084535700843AE
0844P 0844K 0844L fgggﬁgactenum diphtheriae derived from ATCC® 084535700844AG
0845P 0845K 0845L  |Edwardsiella tarda derived from ATCC® 15947 ™ 084535700845AJ
0847P 0847K 0847L  |candida tropicalis derived from ATCC® 750™ 084535700847AN
Salmonella enterica subsp. enterica serovar Poona
0851P 0851K 0851L derived from NCTC 4840 084535700851AD
Staphylococcus aureus subsp. aureus derived from
0852P 0852K 0852L ATCC® 43300™ 084535700852AF
0853P 0853K 0853L  |pseudomonas stutzeri derived from ATCC® 17588 ™ 084535700853AH
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0856P 0856K 0856L | isteria grayi derived from ATCC® 25401™ 084535700856AP
0857P 0857K 0857L  |Enterococcus raffinosus derived from ATCC® 49464 ™ 084535700857AR
0858P 0858K 0858L  |streptococcus sanguinis derived from ATCC® 10556 ™ 084535700858AT
0859P 0859K 0859L ?(t)r;ag_t,%nyces griseus subsp. griseus derived from ATCC® 084535700859AV
0860P 0860K 0860L  |Escherichia coli derived from ATCC® 51755™ 084535700860AE
0861P 0861K 0861L  |Escherichia coli derived from NCTC 12900 084535700861AG
0864P 0864K 0864L  |streptococcus agalactiae derived from ATCC® 12401™ 084535700864AN
0865P 0865K 0865L  |streptococcus pneumoniae derived from ATCC® 10015™ 084535700865AQ
0866P 0866K 0866L  |Nocardia brasiliensis derived from ATCC® 19296™ 084535700866AS
0867P 0867K 0867L |veillonella parvula derived from ATCC® 10790™ 084535700867AU
0868P 0868K 0868L  |Oligella ureolytica derived from ATCC® 43534™ 084535700868AW
0869P 0869K 0869L  |Escherichia coli derived from ATCC® 51446™ 084535700869AY
0870P 0870K 0870L  |Aeromonas hydrophila derived from ATCC® 7966™ 084535700870AH
0871P 0871K 0871L E/BgesogTaMcnlus stearothermophilus derived from ATCC® 084535700871AK
0872P 0872K 0872L ?;gggﬁ:llus stearothermophilus derived from ATCC® 084535700872AM
0879pP 0879K 0879L  |Providencia stuartii derived from ATCC® 49809™ 084535700879B3
0880P 0880K 0880L  |Pseudomonas mosselii derived from ATCC® 49838 ™ 084535700880AL
0881P 0881K 0881L iéz%gycgcoccus saprophyticus derived from ATCC® 084535700881AN
0883P 0883K 0883L  |Paenibacillus polymyxa derived from ATCC® 842™ 084535700883AS
0884P 0884K 0884L 2$rgge®b?8t7eorl1um pseudodiphtheriticum derived from 084535700884AU
0885P 0885K 0885L |Lactobacillus acidophilus derived from ATCC® 314™ 084535700885AW
0889P | 0889K 08BOL |5 O S TS subsp. aureus derived from 084535700889B6
0890P 0890K 0890L fsrglnrl"larée_ll_lg %r(w)tf;lca subsp. enterica serovar Abony derived 084535700890AP
0891P 0891K 0891L  |Trichophyton tonsurans derived from ATCC® 28942™ 084535700891AR
0893P 0893K 0893L  |Microsporum gypseum derived from ATCC® 24102™ 084535700893AV
0894P 0894K 0894L  |Microsporum canis derived from ATCC® 36299™ 084535700894AX
0895P 0895K 0895L  |Enterococcus gallinarum derived from ATCC® 49573™ 084535700895AZ
0896P 0896K 0896L  |candida albicans derived from ATCC® 2091™ 084535700896B3
0897P 0897K 0897L  |candida tropicalis derived from ATCC® 9968™ 084535700897B5
0900P 0900K 0900L  |saccharomyces cerevisiae derived from ATCC® 9080™ 0845357009009Z
0901P 0901K 0901L 183?;?2?:"3 enterica subsp. arizonae derived from ATCC® 084535700901A3
popzP || BOGEK | mODEL [ZoloGlE SRSTGS SUBER Smtarncalsmar Choleraesuis | 4g4535700902A5
0906P | 0906K | O0906L |5iaphylococous aureus subsp. aureus Clerlied frofm 084535700906AD
0907P 0907K 0907L it;a‘&r;{)glscoccus pseudintermedius derived from ATCC® 084535700907AF
0909P 0909K 0909L X;a_rgl&lg ;;I;ZE;)SMohtlca subsp. enterocolitica derived from 084535700909AK
0910P 0910K 0910L  |Aeromonas hydrophila derived from ATCC® 35654 ™ 084535700910A4
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0911P 0911K 09111 gls%aslgqﬁﬂnes faecalis subsp. faecalis derived from ATCC® 084535700911A6
0912P 0912K 0912L  |Porphyromonas gingivalis derived from ATCC® 33277 ™ 084535700912A8
0919P 0919K 0919L  |Haemophilus influenzae derived from ATCC® 49766™ 084535700919AN
0936P 0936K 0936L  |Eggerthella lenta derived from ATCC® 43055™ 084535700936AN
0937P | 0037K | o0ga7L |}BRMVIOCOCCUS aureus subsp. aureus derived from 084535700937AQ
0938P 0938K 0938L X_?_gsgl@a S§3é11t%rTc;‘coI|tlca subsp. enterocolitica derived from 084535700938AS
0939P 0939K 0939L  |schaalia odontolytica derived from ATCC® 17929™ 084535700939AU
0940P 0940K 0940L  |Bacteroides fragilis derived from ATCC® 23745™ 084535700940AD
0942P 0942K 0942L Kl_l?ggglgs?;_/umomae subsp. pneumoniae derived from 084535700942AH
0944pP 0944K 0944L  |proteus mirabilis derived from ATCC® 35659 ™ 084535700944AM
0945p 0945K 09451 féi%g)ﬂgcoccus saprophyticus derived from ATCC® 084535700945AP
0946P 0946K 0946L  |staphylococcus warneri derived from ATCC® 49454 ™ 084535700946AR
0947P 0947K 0947L  |streptococcus pneumoniae derived from ATCC® 49619™ 084535700947AT
0948P 0948K 0948L ggglsns%bactenum multivorum derived from ATCC® 084535700948AV
0950P 0950K 0950L  |yarrowia lipolytica derived from ATCC® 9773™ 084535700950AG
0951P 0951K 0951L  |Moraxella catarrhalis derived from ATCC® 25238™ 084535700951AJ
0952P 0952K 0952L  |Neisseria gonorrhoeae derived from ATCC® 49981 ™ 084535700952AL
0953P 0953K 0953L  |Bacillus atrophaeus derived from ATCC® 9372™ 084535700953AN
0957P 0957K 09571 K?ggglg&ngesumomae subsp. pneumoniae derived from 084535700957AW
0958P 0958K 0958L  |parvimonas micra derived from ATCC® 33270™ 084535700958AY
0959P 0959K 0959L  |Enterococcus faecalis derived from ATCC® 51299™ 084535700959B2
0963P 0963K 0963L géae%qyggcoccus capitis subsp. capitis derived from ATCC® 084535700963AR
0965P 0965K 0965L 2$g8e®b?8t7e&um pseudodiphtheriticum derived from 084535700965AV
0967P 0967K 0967L ig;g%o@cgg%lé%ggsgalactlae subsp. equisimilis derived from 084535700967A7
0968P 0968K 0968L  |Enterococcus faecium derived from ATCC® 35667 ™ 084535700968B3
0969P 0969K 0969L  |streptococcus mutans derived from ATCC® 35668 ™ 084535700969B5
0971P 0971K 0971L Egzasgfbhkmgla meningoseptica derived from ATCC® 084535700971AQ
0973P 0973K 0973L  |Acinetobacter Iwoffii derived from ATCC® 17925™ 084535700973AU
0975P 0975K 0975L  |Pseudomonas aeruginosa derived from ATCC® 35032 ™ 084535700975AY
0976P 0976K 0976L  |staphylococcus epidermidis derived from ATCC® 49461 ™ 084535700976B2
0978P 0978K 0978L  |streptococcus species derived from ATCC® 12392™ 084535700978B6
0979P | 0979K pazdl. |ZreRocCeSEYeRRnaR (g dolad ILAIECE 08453570097988
0980P 0980K 0980L |Lactococcus lactis derived from ATCC® 49032™ 084535700980AR
0981P 0981K 0981L  |Candida albicans derived from ATCC® 66027 ™ 084535700981AT
0982P 0982K 0982L  |candida kefyr derived from ATCC® 66028 ™ 084535700982AV
0983P 0983K 0983L  |Candida tropicalis derived from ATCC® 66029™ 084535700983AX
0984P 0984K 0984L  |Cryptococcus albidus derived from ATCC® 66030™ 084535700984AZ
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0985P 0985K 0985L  |Cryptococcus neoformans derived from ATCC® 66031™ 084535700985B3
0986P 0986K 0986L  |Candida glabrata derived from ATCC® 66032™ 084535700986B5
0987P 0987K 0987L  |Cryptococcus uniguttulatus derived from ATCC® 66033™ 084535700987B7
0989P 0989K 0989L || actobacillus rhamnosus derived from ATCC® 9595™ 0845357009898B
0990P 0990K 0990L |candida kefyr derived from ATCC® 2512™ 084535700990AU
0991P 0991K 0991L  |papiliotrema laurentii derived from ATCC® 66036 ™ 084535700991AW
0992P 0992K 0992L  |Candida glabrata derived from ATCC® 2001 ™ 084535700992AY
0993P 0993K 0993L  |Haemophilus influenzae derived from ATCC® 35056 ™ 084535700993B2
0994P 0994K 0994L  |streptococcus pyogenes derived from ATCC® 49399™ 084535700994B4
0995P 0995K 0995L  |Mycobacterium gordonae derived from ATCC® 14470™ 084535700995B6
0998P 0998K 0998L  |Bacillus cereus derived from ATCC® 10876™ 084535700998BC
0999P 0999K 0999L  |Bacillus paranthracis derived from ATCC® 13061™ 084535700999BE
01000P 01000K 01000L  |Enterococcus faecium derived from ATCC® 700221™ 0845357001000VQ
01003P 01003K 01003L |Legionella longbeachae derived from ATCC® 33462™ 0845357001003VW
01005P 01005K 01005L |Klebsiella pneumoniae derived from ATCC® BAA-1705™ 0845357001005W2
01006P | 01006K 01006L |Klebsiella pneumoniae derived from ATCC® BAA-1706™ 0845357001006W4
01007P | 01007K 01007L  |Staphylococcus aureus derived from ATCC® BAA-1708™ |  0845357001007W6
01008P 01008K 01008L  |Bacillus badius derived from ATCC® 14574™ 0845357001008W8
01009P 01009K 01009L  |pseudomonas aeruginosa derived from ATCC® 9721™ 0845357001009WA
01010P | 01010K | Of010L | Scudomonas aenuginosa derived from ATCCREAA- 0845357001010VT
01011P 01011K 01011L %ggfsccharomyces parabailii derived from ATCC® MYA- 0845357001011VV
01012P 01012K 01012L  |Hanseniaspora valbyensis derived from ATCC® 58370™ 0845357001012VX
01013P 01013K 01013L igg(r)lghlﬂobolus salmonicolor derived from ATCC® MYA- 0845357001013VZ
01018P 01018K 01018L Egtz_r;)?zgﬁr cloacae subsp. cloacae derived from ATCC® 0845357001018WB
01019P | 01019K | 01019L |Kiebsiella pneumoniae derived from ATCC® BAA-1144™ | 0845357001019WD
01020P 01020K 01020L ?:tgé%t:gphomonas maltophilia derived from ATCC® 0845357001020VW
01021P 01021K 01021L  |Aspergillus fumigatus derived from ATCC® 204305™ 0845357001021VY
01022P | 01022k | 01022L |SERIVIOCO0ELS Aureus subsp. aunsus dertved fror 0845357001022W2
01023P | 01023K | 01023L |campylobacter coli derived from ATCC® 33559™ 0845357001023W4
01024P | 01024K 01024L  |Haemophilus influenzae derived from NCTC 8468 0845357001024W6
01025P | 01025K | 01025L |Bifidobacterium bifidum derived from ATCC® 11863™ 0845357001025W8
01035P | 01035k | 01035L |Siapylococcus saprophyticus derived from BIGER 0845357001035WB
01036P | 01036K | 01036L |Candida tropicalis derived from ATCC® 1369™ 0845357001036WD
01037P | 01037K | 01037L |Escherichia coli derived from ATCC® 15597 ™ 0845357001037WF
01038P | 01038K | O01036L |Aicancpacterium haemolytioum Ve i AEED 0845357001038WH
01039P | 01039K | Of039L [jorvmepactenum urealyticum derived from ATCC® 0845357001039WK
01040P 01040K 01040L  |Corynebacterium renale derived from ATCC® BAA-1785™ |  0845357001040W4
01041P N/A N/A I:Aéﬁré)%actenum paraoxydans derived from ATCC® BAA- 0845357001041W6
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01042P 01042K 01042L l;ﬂsl(;g)%actenum liquefaciens derived from ATCC® BAA- 0845357001042W8
01044P 01044K 01044L | Curtobacterium pusillum derived from ATCC® 19096 ™ 0845357001044WC
01045P | 01045K | 01045L i?'(’:“é’(gez”ggzr}?,["’a Subsp. dianizonae denved from 0845357001045WE
01046P 01046K 01046L ?gllgl&smlcroblum cellulans derived from ATCC® BAA- 0845357001046 WG
01047P 01047K 01047L (138e1I;JIT?AS|m|crob|um cellulans derived from ATCC® BAA- 0845357001047 W.
01048P | 01048K | 01048L |Ciostridioides difficile derived from ATCC® BAA-1870™ 0845357001048WL
01049P | 01049K | OtoagL [yyeobacterium haemophilum derived from ATCC® 0845357001049WN
01050P | 01050K | 01050L |Escherichia coli derived from ATCC® 10799™ 0845357001050W7
01051P 01051K 01051L  |Cryptococcus gattii derived from ATCC® MYA-4560™ 0845357001051W9
01052P 01052K 01052L  |Enterococcus faecium derived from ATCC® 6057 ™ 0845357001052WB
N/A N/A 010S3L  |Mycoplasma bovis derived from ATCC® 25025™ 0845357001053WD
QipEAP « | B, | [pjisal |[EaERrCl eoHCA BUDSD, Gz CeNeH TN 0845357001054WF
01055P | 01055k | 01055L i?gg‘ggﬁ‘ﬁf’mureus Subsp. aureus darved front 0845357001055WH
01056P | 01056K | 01056L j::{ggg?:fﬁ?;‘?g‘?gggjg;ﬁnte”ca seroyar Bispeblerg 0845357001056WK
01057P 01057K 01057L ?anSeTtSbacter baumannii derived from ATCC® BAA- 0845357001057WM
01060P 01060K 01060L |Kiebsiella pneumoniae derived from ATCC® BAA-2146™ 0845357001060WA
01062P 01062K | 01062L |Escherichia coli derived from NCTC 8622 0845357001062WE
01063P 01063K 01063L  |Cryptococcus gattii (B) derived from ATCC® 34877 ™ 0845357001063WG
01065P 01065K 01065L  |staphylococcus aureus derived from NCTC 12493 0845357001065WL
01066P 01066K | 01066L |saccharomyces cerevisiae derived from ATCC® 18824 ™ 0845357001066WN
01068P 01068K 01068L  |staphylococcus epidermidis derived from ATCC® 51625™ |  0845357001068WS
01075P 01075K 01075L  |pediococcus pentosaceus derived from ATCC® 33316™ 0845357001075WP
01076P 01076K 01076L  |Vibrio vulnificus derived from ATCC® 27562™ 0845357001076WR
01077P 01077K | 01077L |streptococcus anginosus derived from ATCC® 33397 ™ 0845357001077WT
01078P 01078K 01078L  |Pseudomonas aeruginosa derived from ATCC® 13388 ™ 0845357001078WV
Aureobasidium pullulans var. melanigenum derived from
01081P 01081K 01081L ATCC® 15233™ 0845357001081WJ
01085P 01085K 01085L  |Escherichia coli derived from NCTC 13351 0845357001085WS
Salmonella enterica subsp. salamae serotype Tranaroa
01087P 01087K 01087L derived from NCTC 10252 0845357001087WW
01088P 01088K 01088L  |Cronobacter sakazakii derived from ATCC® 29544 ™ 0845357001088WY
01089P 01089K 01089L  |Enterococcus faecalis derived from ATCC® 51575™ 0845357001089X2
01090P 01090K 01090L  |_actobacillus rhamnosus derived from ATCC® 53103™ 0845357001090WK
Bifidobacterium animalis subsp. animalis derived from
01092P 01092K 01092L ATCC® 25527 ™ 0845357001092WP
01094P 01094K | 01094L |Chaetomium globosum derived from ATCC® 6205 ™ 0845357001094WT
Salmonella enterica subsp. enterica serovar Newport
01095P 01095K 01095L derived from ATCC® 6962 ™ 0845357001095WV
01097P 01097K 01097L  |Escherichia coli (0145:NM) derived from CDC 99-3311 0845357001097WZ
01098P 01098K 01098L  |Escherichia coli (045:H2) derived from CDC 00-3039 0845357001098X3
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01099P 01099K 01099L  |Escherichia coli (O121:H19) derived from CDC 02-3211 0845357001099X5
01100P 01100K 01100L  |Escherichia coli (026:H11) derived from CDC 03-3014 0845357001100VV
01101P | 01101K | 01101L |Escherichia coli (0103:H11) derived from CDC 06-3008 0845357001101VX
01102P 01102K 01102L  |Escherichia coli (O111:H8) derived from CDC 2010C-3114 |  0845357001102VZ
01103P | 01103K | 01103L 2:‘:{\'/‘23?:f;f?g‘ggzgzgé‘iﬂtem meroyar Enioritds 0845357001103W3
01104P 01104K 01104L Egggfﬂchla coli (0104:H4) derived from ATCC® BAA- 0845357001104W5
01105P 01105K 01105L  |Enterobacter cloacae derived from NCTC 13464 0845357001105W7
01108P | 01108K | 01108L |Corynebacterium jeikeium derived from ATCC® 43734™ 0845357001108WD
01110P 01110K 01110L g/lse(;g):'lmobactenum extorquens derived from ATCC® BAA- 0845357001110VY
01111P 01111K 01111L  |Enterobacter cloacae derived from NCTC 13406 0845357001111W2
01112P | 01112K | 01112L |Klebsiella pneumoniae derived from NCTC 13440 0845357001112W4
01113P | 01113K | 01113L |Escherichia coli derived from ATCC® BAA-2469™ 0845357001113W6
01117P 01117K 01117L  |Klebsiella pneumoniae derived from NCTC 13438 0845357001117WE
01122P | 01122K | 01122L |Staphylococcus aureus derived from ATCC® BAA-2312™ |  0845357001122W7
01130P | 01130K 01130L  |Aspergillus brasiliensis derived from ATCC® 9642™ 0845357001130W6
01132P 01132K 01132L  |Campylobacter lari derived from ATCC® 35221™ 0845357001132WA
01133P | 01133K 01133L  |penicillium citrinum derived from ATCC® 9849™ 0845357001133WC
01134P | 01134K 01134L  |Alternaria species derived from ATCC® 20084 ™ 0845357001134WE
01136P | 01136K | 01136L |Escherichia coli derived from NCTC 13476 0845357001136WJ
01139P | 01139K | 01139L |candida dubliniensis derived from NCPF 3949 0845357001139WQ
01140P 01140K 01140L  |Aspergillus caesiellus derived from ATCC® 42693 ™ 0845357001140W9
01141P | 01141K 01141L  |wallemia mellicola derived from ATCC® 42694 ™ 0845357001141WB
01142P 01142K 01142L  |Mucor racemosus derived from ATCC® 42647™ 0845357001142WD
01143P 01143K 01143L  |Enterococcus faecium derived from NCTC 12204 0845357001143WF
01144P | 01144K | 01144L ;‘}%%tgﬁ”"‘gﬁ E e subsp. plantarum denved fom 0845357001144WH
01148P 01148K 01148L  |Klebsiella pneumoniae derived from NCTC 13442 0845357001148WR
01149P 01149K 01149L  |Mycobacterium avium derived from ATCC® 700898™ 0845357001149WT
01150P | 01150K 01150L  |Staphylococcus lugdunensis derived from NCTC 7990 0845357001150WC
01152P 01152K 01152L  |proteus vulgaris derived from ATCC® 29905™ 0845357001152WG
01159P 01159K 01159L  |Ralstonia pickettii derived from ATCC® 27511 ™ 0845357001159WW
01160P 01160K 01160L  |Eurotium rubrum derived from ATCC® 42690™ 0845357001160WF
01167P 01167K 01167L  |Brevundimonas vesicularis derived from ATCC® 11426™ 0845357001167WV
01169P | 01169K | 01169L |Citrobacter freundii derived from ATCC® 8454™ 0845357001169WZ
01170P | 01170k | 01170L i:li';‘gg?lf;f?g?gg‘;ggﬁ"‘e”ca serovar Paratyphi B | 4845357001170wW4
01171P | 01171K 01171L  |Haemophilus parainfluenzae derived from ATCC® 9796™ |  0845357001171WL
01172P 01172K 01172L  |Cryptococcus neoformans derived from ATCC® 13690™ 0845357001172WN
01173P | 01173k | o1173L |Soyptococeus neoformans (D) derived from ATDOR 0845357001173WQ
01175P 01175K 01175L Qg%rg%agggczztzeTrMactinomycetemcomitans (b) derived from 0845357001175WU
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01181P 01181K 01181L :l;_A?eégél%bacterium organophilum derived from ATCC® 0845357001181 WP
01182P 01182K 01182L  |Aspergillus flavus derived from ATCC® 9643 ™ 0845357001182WR
01184P | 01184K | 01184L |peinococcus radiophilus derived from ATCC® 27603 ™ 0845357001184WV
01185P 01185K 01185L  |Candida kefyr derived from ATCC® 8553 ™ 0845357001185WX
01186P | 01186K | 01186l |Shr¥secbacteriumindologenes derived from ATCC® 0845357001186WZ
01187P 01187K 01187L  |Prevotella intermedia derived from ATCC® 25611 ™ 0845357001187X3
01188P 01188K 01188L  |Clostridium sporogenes derived from ATCC® 9690 ™ 0845357001188X5
01189P | 01189K | 01189L |staphylococcus epidermidis derived from ATCC® 35984™ |  0845357001189X7
01190P 01190K 01190L || isteria monocytogenes derived from ATCC® 35152 ™ 0845357001190WQ
01192P | 01192K | 01192L |Escherichia coli derived from NCTC 13216 0845357001192WU
01193P 01193K 01193L  |Escherichia coli derived from NCTC 13167 0845357001193WW
01195P 01195K 01195L || egionella anisa derived from ATCC® 35292 ™ 0845357001195X2
01196P 01196K 01196L  |Clostridium bifermentans derived from NCTC 506 0845357001196X4
01197P 01197K 01197L  |Ralstonia pickettii derived from ATCC® 700591 ™ 0845357001197X6
01200P | 01200K | 01200L |penicillium rubens derived from ATCC® 11709™ 0845357001200W2
01202P 01202K 01202L  |Enterobacter cloacae derived from ATCC® BAA-2341™ 0845357001202W6
01204P 01204K 01204L  |Escherichia coli (0157:H7) derived from ATCC® 43890 ™ 0845357001204WA
01209P 01209K 01209L Shigella boydii (2) derived from ATCC® 8700™ 0845357001209WL
01213P N/A N/A_ Iversinia enterocolitica derived from NCTC 11174 0845357001213WB
01214P 01214K | 01214L  |vibrio vulnificus derived from ATCC® 29307 ™ 0845357001214WD
01215P | 01215K | 01215L  |proteus mirabilis derived from ATCC® 29906 ™ 0845357001215WF
01229P | 01229K 01229L  |Escherichia coli derived from ATCC® BAA-2523™ 0845357001229WS
01233P | 01233K | 01233L |Escherichia coli derived from ATCC® 51739™ 0845357001233WH
01234P 01234K 01234L g;rﬁnptococcus agalactiae (lll) derived from ATCC® BAA- 0845357001234WK
01235P 01235K 01235L  |shigella dysenteriae derived from ATCC® 13313™ 0845357001235WM
01236P 01236K 01236L  |vibrio parahaemolyticus (02:k3) derived from NCTC 10885| 0845357001236WP
01237P 01237K 012371 g)%r;%lhﬁ)bacter fetus subsp. fetus derived from ATCC® 0845357001237WR
01238P | 01238K | 01238L |Talaromyces pinophilus derived from ATCC® 11797 ™ 0845357001238WT
01242P | 01242K | 01242L |Escherichia coli derived from ATCC® BAA-2452™ 0845357001242WJ
01244P | 01244K | 01244L |Escherichia coli derived from NCTC 13846 0845357001244WN
01245P N/A N/A  |Kiebsiella pneumoniae derived from NCTC 13439 0845357001245WQ
01247P | 01247K | 012471 [A=Poela Phenmona subsp. pneumoniae derived from 0845357001247WU
01256P 01256K 01256L  |candida auris derived from CDC B11903 0845357001256WV
01257P | 01257K | 012571 ?21[323‘?1?&8’%‘?%‘32” enterica serotype Nottingham | g4 rae2061257wWx
01259P | 01259K | 01259L |Escherichia coli derived from CDC AR-0346 0845357001259X3
01260P 01260K 01260L  |Enterococcus faecium derived from ATCC® 8459™ 0845357001260WL
01261P | 01261K | 01261L |Escherichia coli derived from ATCC® BAA-1429™ 0845357001261WN
01262P 01262K 01262L || evilactobacillus brevis derived from ATCC® 14869™ 0845357001262WQ
01263P | 01263K | 01263L |Kiebsiella pneumoniae derived from ATCC® BAA-2814™ 0845357001263WS
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01264P | 01264K | 01264L |Aspergillus terreus derived from ATCC® 1012™ 0845357001264WU
01265P | 01265K | 01265L |Escherichia coli derived from NCTC 13353 0845357001265WW
01266P | 01266K 01266L |Acinetobacter baumannii derived from NCTC 13304 0845357001266WY
01269P 01269K 01269L g:gliuoldena cenocepacia derived from ATCC® BAA- 0845357001269X6
01270P | 01270K | 01270L |Burkholderia multivorans derived from ATCC® BAA-247™ |  0845357001270WP
01272P 01272K 01272L  |Lactobacillus johnsonii derived from ATCC® 11506 ™ 0845357001272WT
Staphylococcus aureus subsp. aureus derived from
Q198MRSA1  BA NA  |ATCC® 700699™ (MRSA Live Culture Positive Control) | ©84535700158MRSAQC
Staphylococcus aureus subsp. aureus derived from
i M NA  |ATCC® 25923™ (MSSA Live Culture Positive Control) | 984935700360MSSAPS
1 idi 1 ™
037IMSSE|  N/A N/A ?&?géli?sggjtﬁfédsg:iﬁzcé?c?r:lt?gl)from ATCC®12228™| 184535700371MSSEQS
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Annex 2 to Declaration of Conformity
QC SETS AND PANELS KWIK-STIK

CORPORATE HEADQUARTERS
200 COOPER AVE N, ST. CLOUD, MN 56303
320.253.1640 | MICROBIOLOGICS.COM

Catalog # Product Description Basic UDI-DI
5002P CLSI® MIC QC Set without Klebsiella pneumoniae 0845357050029T
5027P CLSI® M22 Chocolate Agar QC Set 084535705027AB
5062P Dried Overnight — Gram Negative Panel QC Set 084535705062AD
5063P Dried Overnight — Gram Positive Panel QC Set 084535705063AF
5065P ANA (3 Strains) QC Set 084535705065AK
5066P NH (4 Strains) QC Set 084535705066AM
5107P Non-Fastidious Gram Negative (5 Strains) QC Set 084535705107AA
5112P AST-GP (4 Strains) QC Set 084535705112A3
5184P AST-YS QC Set 084535705184AU
5187P AST-GP (5 Strains) QC Set 084535705187B2
5189P AST-GN QC Set with Klebsiella 084535705189B6
5190P ANC Comprehensive QC Set 084535705190AP
5191P BCL Comprehensive QC Set 084535705191AR
5192P GN Comprehensive QC Set 084535705192AT
5193P GP Comprehensive QC Set 084535705193AV
5194P NH Comprehensive QC Set 084535705194AX
5195P YST Comprehensive QC Set 084535705195AZ
5209P CBC QC Set 084535705209AK
5214P GN Streamlined QC Set 084535705214AC
5215P GP Streamlined QC Set 084535705215AE
5216P ANC Streamlined QC Set 084535705216AG
5220P AST-GP (6 Strains) QC Set 084535705220A7
5225P Gram-Positive Blood Culture Control Panel (Live Culture) 084535705225AH
5246P Anaerobe Identification Panel 084535705246AR
5247P Gram Negative Identification Panel 084535705247AT
5248P Gram Positive Identification Panel 084535705248AV
5252P Yeast Identification Panel 084535705252AL
8164 GBS QC Set (Live Culture) 084535708164BB
8171 C. difficile QC Set (Live Culture) 084535708171B8

8173 GBS Verification Panel (Live Culture) 084535708173BC
8174 MRSA Organism Set (Live Culture) 084535708174BE
8178 SA Organism Set (Live Culture) 084535708178BN
8179 Enteric Bacterial Verification Panel (Live Culture) 084535708179BQ
8243 Cdiff Verification Panel (Live Culture) 084535708243B8
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